Different Golgi ultrastructure across species and tissues: Implications under functional and pathological conditions, and an attempt at classification.
The Golgi complex (GC) is the central station of the secretory pathway, through which several paths of intracellular transport are connected. The main function of the GC is glycosylation of proteins and lipids, and their subsequent sorting. The structure of the GC is extremely complicated, although in general it is unbelievably similar across different cells types and under different functional and pathological conditions. However, there are also a lot of differences between the GCs in different cells and under different normal and pathological conditions. Here, we compare the phenotypes of the GCs in different organisms under these different conditions, in particular according to morphological criteria. We propose a classification of the GC types that reflects the different features of the GC, and that depends on the different molecular machines.